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[Abstract] Objective To explore the pharmacodynamic substances and mechanism of Huanglian Jiedu
Decoction (HLJDT) on the activity of anti-sepsis. Methods On the basis of network pharmacology, the Traditional
Chinese Medicine Systems Pharmacology Database Analysis Platform (TCMSP), compound target prediction platform
tool SwissTargetPrediction Server, Molecular Docking Server, Online Mendelian Inheritance in Man (OMIM)
database, Therapeutic Target Database (TTD), Comparative Toxicogenomics Database (CTD), Zero-Code Functional
Enrichment Analysis such as the Database for Annotation,Visualization and Integrated Discovery (DAVID) 6.8 and
Kyoto Encyclopedia of Genes and Genomes (KEGG) were used, and then some softwares were used such as String and
CytoScape to construct the network diagram of HLJDT's anti-sepsis "chemical components-targets-related pathways-
disease targets". The effective substances from HLJDT were identified and how these ingredients played anti-sepsis
activity was preliminary illustrated. Results A total of 81 active components from HLJDT were screened by network
pharmacological method, 43 of which were related to sepsis, and the corresponding 13 target proteins were platelet
activating factor receptor (PAFR), adenosine receptor A1 (ADORA1) , estrogen receptor B (ER B), inducible nitric oxide
synthase (iNOS), endothelial nitric oxide synthase (eNOS), adenosine receptors (ADORA2a, ADORA2b), macrophage
migration inhibitory factor (MIF), signal transducer and activator of transcription 1 (STAT1), prostaglandin G/H synthase 2
(PTGS2), neutrophil elastase (NE), neuronal acetylcholine receptor subunit o -7 (CHRNA7) and angiotensin converting
enzyme 2 (ACE2). The predicted target proteins were analyzed by KEGG pathway through DAVID 6.8, and a total of
12 pathways were obtained, including calcium signaling pathway, arginine biosynthesis signaling pathway, neuroactive

ligand-receptor interaction (NLRI) signaling pathway, sperm Amino acid and proline metabolism signaling pathway,
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vascular endothelial growth factor (VEGF) signaling pathway, leishmaniasis signaling pathway, hypoxia-inducible
factor (HIF) signaling pathway, estrogen signaling pathway, sphingomyelin signaling pathway, oxytocin signaling
pathway, cyclic guanosine monophosphate/protein kinase G (cGMP/PKG) signaling pathway and adipocyte lipolysis
signaling pathway. The 5 functional routes of regulation of blood circulation, regulation of blood vessels, regulation

of response to external stimuli, regulation of stress response and regulation of defense response routes were related to
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sepsis. Conclusion HLJDT exerts its anti-septic effect through the existence of multiple chemical components,

multiple targets and multiple pathways.
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