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[Abstract] Objective To analyze the correlation between the polymorphism of solute carrier organic
anion transporter family member 1B1 (SLCO1B1) gene and the therapeutic effect of statin therapy in patients with
hyperlipidemia in Qiqgihar area, Heilongjiang Province. Methods The 100 patients with dyslipidemia or taking
statins in the Third Affiliated Hospital of Qigihar Medical College from January to June 2024 were selected as study
objects. Genomic DNA was extracted from all patients, and the SLCO1B1 gene polymorphism was determined using
PCR-fluorescence probe method, and the allele frequency and genotype frequency were statistically compared.
According to the therapeutic effect of statins, the patients were divided into poor efficacy group (18 cases), normal
efficacy group (69 cases) and good efficacy group (13 cases). The genotype frequency distribution of SLCO1B1 among
all groups was statistically and compared. Results SLCO1BI1 genotype frequency distribution: the genotype
frequencies of type *1b/*1b, type *1a/*1b, type *1b/*15, type *1a/*1a, type *1a/*15 and type *15/*15 were 43.0%,
30.0%, 16.0%, 6.0%, 3.0% and 2.0%. The genotype frequencies of type *1a/*5, type *5/*5 and type *5/*15 were all 0%.
There was no statistical significance in the difference of genotype distribution in poor efficacy group, normal efficacy
group and good efficacy group, and the overall distribution was uniform. The normal risk genotype *1b had the highest
allele frequency (65.0%), followed by the moderate risk genotype *1a (allele frequency was 23.5%), and the high-risk
genotype *15 had the lowest allele frequency (11.5%). Conclusions The patients with hyperlipidemia in Qigihar
area are suitable for statin therapy. By adjusting the frequency and dosage of medication based on genotype, clinical
efficacy could be ensured and adverse reactions could be reduced.
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FRSC TR A SIS R L 7 2012 471G S5 3 7E TR
JRAE R B R 54K F 40% , 5 2002 4F HEEUE K
FATE v SR EEE (total cholesterol, TC) 7K
TS TR L R R N2y 920 DL
JIE S B4 A R IO TC SR 3 I 4 1 I [
Fii (low-density lipoprotein cholesterol, LDL-C ) 7K~ I
T, 5 Sl Bk AR Ao 1l A8 P B9 A A A 2 A
KA, BT AAE XS Bl ik ks A B A 1 45795 9 120 4 7 T B
i, PR LDL-C /K F A% B AR 427 R AT
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P B PE T R, Ml T 225 W ek 3- 2
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FHABTT 2825 Wy RE B . B AR I A8 o0 100 A KU
JE IR AT BIIR 1 H T 25 (H 2 A R
XA A 25 AN R B0 RS 78 A A B i g 22
SHHE L Sl ROZ RN 12 MR B AR
PEANBREZGYIEIT AN BB BT R A 22 57
A2 S B A BRI 2 25 RO R AR 2 S )
JEIAL, LA it 2 25 M AR AR S S IR 2 25 T,
T HE PRI BRSNS A% R 3R 1Y 22 Sk X 25 )
AP SRR FEAT 0 A L DL SRR IR YT o
PR o PR, 3 et A 0 R G 24 4k A 2 D BE
SO I LA R A I PR P 245 B BT B, AR
TEZGR0, WA R i B A HLEA B 1541
FEHZEBERR 1B1 (solute carrier organic anion trans-
porter family member 1B1, SLCO1B1) #4347 [X Ja 3=
Ay JF A R R R M A T A A N S R e R
IR AT A S A R AN AR B T 28 0 s A
JEF M, S J I P = 2 ) e a3l i ) A ) J
SLCO1B1 % iz By SR 1) J5 3 BEAT 1L S5 5K ARG
E b b IR S R S 17 R P S T
SLCO1B1 A () A% 11 2 2 25 (single nucleotide
polymorphisms, SNPs) 5 il 7T 2 254 i 1fiL 245 ¥k J3 47
TEE FHSCNE, H 5 TT 22595 AL & A2 K
G V)M . A5 43 BT SLCOIBI JE [ SNPs
5 R TTAE 555706 K M X s I I A8 R A7 T2
25T SRR DG, B T R i R BN AT 2624
Pt S RS IE
1 #ZBRETZ
L1 BFSEXT 55— BEBERE 2E4% 2024 4F 1—6
TEABEAEBEIRT Y 100 1] M 54 S 7T 2824

YR FEAE R 4, Hodh BB 1 68 i, 2Pk 32 171 5
AR 44 ~ 73 %, T3 (59.54+10.26) % . HAEALIT
YRR AR o YT RO R4 (18 fAi)),
JPREH 2 (69 i), 7 A4 (13 f3i)),

L1l AR O A BI04 1% 8 A1 W)
=4 @ =W H I (riglyceride, TG) > 1.7 mmol/L,
TC > 5.2 mmol/L, 15 % Ji i 2 1 I [E 2 (high-density
lipoprotein cholesterol, HDL-C) < 1.0 mmol/L, LDL-C
> 3.4 mmol/L.
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1.2 K5 AMFEERE 4] DNA $2EGR &
T RARAE AR A PR A F 44, A8 SLCO1B1 %
PRSI 7] 8 P e I 2 A R 7 R A B w4
fE, BIO-RAD CFX-96 SZH 225 f PCR [ 3 3%
E R
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SLCO1B1%5 (521T > C) fif s 2 45k .
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2.1 SLCOIB1 FEH ARG INZE R M A KN
515 ~ 535 nm 18 8 X SLCO1B1 & K4 5k % 615 5
HEATRAE - BE SR A I 560 ~ 590 nm 38 18 X}
bR R B DO A5 5 21 R 4E . SLCO1B1 2L A
RIRHIN 25 5 02 1,

2.2 SLCOIBI #E[H 388A > G 5 521T > C 4537 LA
ARIFE R BI04 SLCO1BI RS A7 P *1b |
#la, #15., *5 BSEAIEPRITR K 65.0% . 23.5% .
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#1b/*15 I *1a/*1a B *la/*15 KL *15/%15 Bl 5L
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#1 SLCO1B1 EFE B4R

SLCO1BI R AT 25,
RN 7 SLCO1B1*1h SLCO1BI%#5
*lal*la 388A/A S21T/T
*1a/*1h 388A/G S21T/T
#1h/* 1l 388G/G S21T/T
*1a/%5 388A/A 521T/C
*lal*15 388A/G S21T/C
#1h/*15 388G/G S21T/C
#5045 388A/A 5210/C
#5/%15 388A/G 521C/C
#15/%15 388G/G 5210/C
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EREFEREN T
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521T > C ) 0.0 *lal*15 3.0
*15 11.5 *1b/*15 16.0
*5/*5 0.0
*5/%15 0.0
*15/*%15 2.0
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TR L2 18 2.56(1) 33.33( 6) 2.56(1) 33.33( 6) 16.67( 3) 2.56(1)

1 : SLCO1B1 A B84 MLBH B T2 8 A R it 1B1



SR BE 24k 2024 4F 12 H 45 16 4245 4 18] Chin J Clin Pathol, December 2024, Vol.16, No.4

* 353 -

(388A-521T)" "™/ Hirfr 521T > € £x ik & R Bt
STAANLE I E—E R LR s R 1
T T 25 W I R iE LDL-C (RIS 1k
WIS, I PERTIERIT, 521T > C BARBETE—EFLE
AT T 2R3 12, SRR A F AR
Bl 5 (02 B B g A B AT T R BTG T i 2518
B 1% AT I EKEZY), R E TR T oEIR 259,
521T > C X e & HA T W0, X 3884 > G
DL, AEA SR G LRI R4 I 5 3 Bl FC A A T T Y
EVEEE

— H SLCOIBI &R kA= 5848 M 57— T
R H 4R AS 9 OATPIBI %32 & (T 1, #E 1
SEUFNEASREA RURI ), W25 it 25 v
HETT B PIAS B O B B8, 45 312 521T > C
SR BRI RSO I 1) & A A A B A
S O TE XU B DR AT * 1/ 1h B *1a/*1b
R kla/kla Y5 rp R XS L PR AR A 45 *1h/*15 Y
#la/15 B | *1a/x5 Y 5 5 B XU FE DR BUAL 4 *15/%15
KU x5%15 Y x5/%5 B ARRFGEH, SLCO1B1 857 3k
B *1b *1a, *15, *5 P FEFITR 0 65.0%
23.5% . 11.5% ., 0%, (5 LA i3 1) Shy T 8 XU 6 R 8
H I TT DL, 57 55 6 2K L DX I LA S8 AR R 2 i T
LGRS T I KU I8, A7 A v 3 AU 1 7 L AR
TIAN AT B T AT T 2R 2 AN R AR
) SLCO1B1 )% R RS 3 53 A A 0, 245 SR R W73
N R YT AR H AL TR R A2 B B DR B AT 3 4y
22 TG T2 7 S RIS 5], Bk I i KUK Jk
PRI SR Ay v PRI e PRI AR g DRI 3 PR AU ) o
Pl ARTFFE 245 5 BoR , 3557 M /R H X 151 B 1A
RE TR Z T 2R 2567 I, KR REARAS I
ol KA A7 Rk, HAS RS2 AR % A KU TE o A
O3 T FF A SR X I IUAE £ R R TR IR T B
SR HMTT R WIR) T ROR A U B B 2 T &
SR AESE BRI RIGYT Hh N 785075 A TE 22 57 e
FEE I ELARE B, 3 I X FH 24 700 e RN A 2R A T A B
P

ZE L TIR, SR IR IR M X i UAE AR I Ak
PEMTT 22507, 455k R B I 4G 45 SR ) 245 1)
L5 2R AR R A TR, BB ARG R 28, k2>
AR o
R A RS R TR 26 pho

S 2k

1 TRF, S, BRIEAR 5 2B XU O I 45 2 0%
SLCO1B1 5 ApoE 3t M £ 25 43 Aii M HAEMTT 2259 i R A4
AR FH AR 3 S D). P IR PRZFIAE S59RY 74 |, 2021, 26 (1): 40—
48. DOI: 10.12092/j.issn.1009-2501.2021.01.006.

2 M, T, BRI 45 . SLCOIBI A1 APOE JEH £ 251 5 1hiT
2GR BIAR SN [, SERBE 45 | 2019, 35 (14): 2300-2303.
DOI: 10.3969/j.issn.1006-5725.2019.14.023.

3 BRIBLR . K BRIUBIX SLCOTB1 55 Apok i 8 22 254 4 A1
Xl T T2 AR A FH A XURS: AR (0], BRI SRR, 2019,
35 (3): 317-320, 327. DOI: 10.13329/;.cnki.zyyjk.2019.0087.

4 2l B, THNGE , 45 . SLCO1BI T ApoE BN £ 25 MR [l
AR AL TT BT AL 52 [J]. v I R 2 B 2
2023, 39 (18): 2626-2630. DOI: 10.13699/j.cnki.1001-6821.2023.
18.009.

50 XIEE FRIEHE X AR L KO A B R 5 SLCO 1B
ApoE FEH ZZ AT 1] ARic e /0 S , 2023, 30 (6):
937-941. DOI: 10.11748/bjmy.issn.1006-1703.2023.06.008.

6 AT ARG, SRR A mRILAE R SLCO1B1 F1 APOE J&
P Z 1S MRACT-ARDCHE D, IR RR G 2=, 2023, 41 (3):
191-194. DOI: 10.13602/j.cnki.jels.2023.03.07.

7 R BERSE ZEINET AF TR BRHLIX R IR RE A ApoE/SLCO1B1
SR Z 25 S AbTT IS 25 WA DGR SE [J]. I BRAG o6 e 25 4k
2019, 40 (14): 1750-1753, 1758. DOI: 10.3969/j.issn.1673-4130.
2019.14.021.

8 MHUNTT, T, 5K . 498 {4l db mT kI I AR N A AT BB A
SLCO1B1 Fl ApoE JE[RI Z A5 PES- 1T [T bric Sz o3 Hr SR , 2021,
28 (10): 1698-1702. DOI: 10.11748/bjmy.issn.1006-1703.2021.10.015.

9 B R, MRS TN M X DU ACS 3 ApoE M
SLCO1B1 2 H LM ST [J]. AR B iA HI , 2023, 13 (8):
12-15. DOI: 10.3969/j.issn.1672-3015(x).2023.08.005.

10 Ffb, XBFAR , XEAS , 4 . PCSKO 113 %4 5 16 s ik oio ke Al
A O I8 20 FECE I % (4 S 0 (D). PP A o TS SR R A
2020, 32 (3): 341-344. DOI: 10.3760/cma.j.cn121430-20200129—
00053.

11 AHNEE, TR, B ET . SLCOIB1 3k K & A P20 e JLife bk 2
X[ PEBEZY 2022, 17 (6): 899-902. DOI: 10.3760/.issn.1673—
4777.2022.06.023.

12 2458 s, WIB 4 SLCOIBI JE K £ 8 M i 3 At 7T A4~
A2 PRI ZE 0T (J). T IR IR 2= 4455 | 2022, 38 (14):
1688-1691. DOI: 10.13699/1.cnki.1001-6821.2022.14.025.

13 PMERT , 2506, TSR . e K JE 0 X I S fB 3 SLCO1B1
5 APOE LA Z 320 #r Kl R S (0] BB 25 TR, 2022,
38 (20): 3443-3447, 3451. DOI: 10.3969/j.issn.1009-5519.2022.20.006.

14 LA THE DS, (A . A p i DXORIT 8 X i AP
B SLCO1B1 Al Apo E 3R Z M50 [, INAREEZY |, 2021, 61 (26):
65-67. DOI: 10.3969/j.issn.1002-266X.2021.26.017.

15 XM, JUAE, 4B 45 . ApoE I SLCOTB1 A 20 254 %o v I 1fi
E SR BEAR AT MBCAE M [J]. v B 25 541, 2023, 20 (35): 19—
23. DOL: 10.20047/j.issn1673-7210.2023.35.04.

16 XIHaRE | T4k | BEE %5 . SLCO1B1521 T>C Fll APOE JE [N £ 75
PEXT BT FE AR AL TT P NE T 850 S 2 A M A SE ) [J]. 227 98 ek Ak
2021, 39 (3): 245-248. DOI: 10.12206/1.issn.1006-0111.202012013.

(ke H 3 - 2024-08-20)
(AR SC o - A SC)



