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[Abstract] Objective To analyze the correlation between the expression of mismatch repair proteins
(MSH2, MSH6, MLH1 and PMS2) and human epidermal growth factor receptor 2 (Her-2) with lymph node
metastasis in colorectal cancer patients. Methods The 116 patients with colorectal cancer admitted to Hekou
District Traditional Chinese Medicine Hospital of Dongying City from December 2020 to January 2023 were
selected as research objects. Immunohistochemical method was used to detect the expression positive rates of
mismatch repair proteins MSH2, MSH6, MLH1, PMS2, and Her-2 in tissues. According to whether colorectal
cancer patients had lymph node metastasis, they were divided into lymph node metastasis group and non-
lymph node metastasis group. The expression positive rate of mismatch repair proteins MSH2, MSH6, MLH1,
PMS2, and Her-2 were compared between the two groups. Logistic regression analysis was used to analyze the
correlation between positive protein expression and lymph node metastasis in colorectal cancer patients. The
reciever operator characteristic (ROC) curve was drawn and the area under ROC curve (AUC) was calculated
to investigate the evaluation value of positive expression of mismatch repair protein and Her-2 in lymph node

metastasis. Results The pathological diagnosis results showed that out of 116 patients with colorectal cancer,
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59 cases had lymph node metastasis and 57 cases had no lymph node metastasis. There was no significant
difference in the positive rate of MSH6 expression between lymph node metastasis group and non-lymph node
metastasis group (93.22% vs. 96.49%, P > 0.05). The deletion rates of MSH2, MLH1, PMS2 and the positive
expression rate of Her-2 in lymph node metastasis group were significantly higher than those in non-lymph node
metastasis group, with statistical significant differences (MSH2: 15.25% vs. 1.75%, MLH: 16.95% vs. 3.51%,
PMS2: 15.25% vs. 1.75%, Her-2: 47.46% vs. 24.56%, all P < 0.05). The results of Logistic regression analysis
showed that there was no correlation between the positive expression of mismatch repair protein MSH6 and
lymph node metastasis in patients with colorectal cancer [odds ratio (OR) was 2.000, the 95% confidence interval
(95%CI) was 0.352—11.372]. The positive expression of mismatch repair proteins MSH2, MLH1, PMS2, and Her-
2 were related to lymph node metastasis in patients with colorectal cancer (OR values were 10.080, 5.612, 10.080
and 2.774, respectively, 95%CI were 1.233-82.388, 1.172-26.875, 1.233-82.388 and 1.258-6.116). The ROC
curve showed that the AUC values of mismatch repair proteins MSH2, MSH6, MLH1, PMS2 expression, and
Her-2 expression in evaluating lymph node metastasis in colorectal cancer patients were 0.567, 0.516, 0.567,
0.567 and 0.614, respectively, which had certain evaluation value, but the evaluation performance was not

high. Conclusion The positive expression of mismatch repair proteins MSH2, MSH6, MLH1, PMS2 and Her-2
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are all associated with lymph node metastasis in patients with colorectal cancer.
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