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[Abstract] Objective To study the application value of allotypic lymphocyte ratio detection combined
with Epstein-Barr (EB) virus antibody detection and nucleic acid detection in the auxiliary diagnosis of infectious
mononucleosis in children. Methods The clinical data of 37 children with infectious mononucleosis
who were treated in Pingyi County People's Hospital from January to December 2022 were collectd. All the
children underwent allotypic lymphocyte ratio, EB viral capsid antigen immunoglobulin M (VCA-IgM) and EB
virus-DNA (EBV-DNA) detection, the diagnostic results of the patients were recorded and analyzed, and the
diagnostic efficacies of different detection methods for single and combined use were calculated. Results In
37 children, the allotypic lymphocyte ratio was (16.22 & 3.47)%, the positive rate was 62.16%, the positive rates of
VCA-IgM and EBV-DNA were 83.78% and 91.89%, respectively. The sensitivity and accuracy of the combined
application of allotypic lymphocyte ratio detection, VCA-IgM detection and EBV-DNA detection were higher
than those of each method used alone (sensitivity: 97.30% vs. 43.24%, 70.27%, 83.78%, accuracy: 99.44% vs.
84.44%, 91.11%, 95.00%, all P < 0.05), the specificity, positive predictive value and negative predictive value
were significantly higher than that of allotypic lymphocyte ratio and VCA-IgM antibody detection (specificity:
100.00% vs. 95.10%, 96.50%, positive predictive value: 100.00% vs. 69.57%, 83.87%, negative predictive
value: 99.31% vs. 86.62%, 92.62%, all P < 0.05). Conclusion The combination of allotypic lymphocyte
ratio detection, VCA-IgM detection and EBV-DNA detection is of high value in the diagnosis of infectious
mononucleosis in children.
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