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BN X AL PR AEBEBCR Y 1098 IR IEH GL R Lo PEVE B FE AT 5. SR HIZOGE R4 B5E U0 (PCR) A5
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[Abstract] Objective To explore the polymorphism distribution of A1298C and C677T loci in the
methylenetetrahydrofolate reductase (MTHFR) gene and folic acid metabolism ability in women with adverse
pregnancy, and provide a basis for individualized supplementation of folic acid. Methods The 1098 women
with abnormal pregnancy admitted in Dongchangfu District Maternal and Child Health Care Hospital of Liaocheng
from January 2017 to December 2020 were selected as research objects. Fluorescence quantitative polymerase
chain reaction (PCR) was used to detect the distribution of different genotypes of A1298C and C677T on MTHFR
gene in 1 098 women with adverse pregnancy, and folic acid metabolism was evaluated. The genotypes distribution
differences of A1298C and C677T among women with adverse pregnancies in different regions were compared and
analyzed. Results The mutation frequency of MTHFR gene C677T locus (TT+CT) was 89.25%, which was
significantly higher than that of A1298C locus CC and AC (the mutation frequency was 24.59%), and the difference
was statistically significant (P < 0.05). Among 1 098 women with adverse pregnancy, 91.26% had weak folic acid
metabolism. Among women with adverse pregnancy in different regions of China, the distribution frequency of
mutant genotypes at A1298C locus was 22.0%-50.0%, and that at C677T locus was 44.7%-88.5%, indicating a
high mutation rate at C677T locus. Conclusions The MTHFR gene of women with adverse pregnancy has a high
mutation frequency, and the metabolic capacity of folic acid is mostly lower than the normal level. Folic acid should
be individually supplemented to improve clinical efficacy and reduce the incidence of adverse pregnancy.

[Key words] Methylenetetrahydrofolate reductase; Gene polymorphism; Adverse pregnancy; Folic acid;
Metabolic capability
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