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[Abstract] Objective To investigate the correlation between the polymorphism of proprotein transferase
subtilin lysin 9 (PCSK9) gene and acute myocardial infarction (AMI), so as to provide guidance for the diagnosis
and treatment of AMI.  Methods The 200 patients with AMI admitted to the Third Affiliated Hospital of Qiqihar
Medical College from February 2021 to February 2022 were selected as research objects and included as study
group. Other 200 healthy volunteers were selected during the same period as control group. PCSK9 gene was detected
by single base gene extension method, and the difference in polymorphism of PCSK9 gene was compared between the
two groups. In addition, the study group was divided into ST-segment elevation myocardial infarction (STEMI) group
(73 cases) and non-ST-segment elevation myocardial infarction (NSTEMI) group (127 cases), and the differences of
PCSKO9 gene polymorphism between the two groups were compared. In addition, the differences of blood lipid indexes
[including triacylglycerol (TG), total cholesterol (TC), low-density lipoprotein cholesterol (LDL-C) and high-density
lipoprotein cholesterol (HDL-C)] among different genotypes in study group were analyzed. Results The proportion
of PCSK9 gene TT genotype in study group was significantly lower than that in control group, and the proportion
of CT and CC genotypes was significantly higher than that in control group (TT: 82.50% vs. 93.50%, CT: 13.50%
vs. 6.50%, CC: 4.00% vs. 0.00%, all P < 0.05). The proportion of PCSK 9 gene TT genotype in STEMI group was
significantly lower than that in NSTEMI group, and the proportion of CT and CC genotype was significantly higher
than that in NSTEMI group (TT: 64.38% vs. 92.91%, CT: 26.03% vs. 6.30%, CC: 9.59% vs. 0.79%, all P < 0.05).
The levels of TG, TC and LDL-C in patients with PCSK9 CT + CC genotype were significantly higher than those with
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TT genotype, and the level of HDL-C was significantly lower [TG (mmol/L): 1.25+0.34 vs. 1.03 £0.17, TC (mmol/L):
4.92£0.87 vs. 4.39+0.75, LDL-C (mmol/L): 3.32 £0.54 vs. 2.76 £0.47, HDL-C (mmol/L): 1.31 £0.24 vs. 1.54 £0.32,
all P < 0.05]. Conclusion PCSK9 gene polymorphism is associated with AMI, that is, the patients with CT+CC

genotype have a higher risk of AMI and a higher degree of dyslipidemia, which is worthy of clinical attention.
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BRI 3 mL, 2.0 AR B (B0
8 em, LA 3500 t/min B> 10 min), {4 H shik#
R ACHPE AT AR = Bk H i (riglyceride, TG ), &
AH[E P (total cholesterol, TC). K28 N5 25 1 H [ fist
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