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(HE] B FTRRmRRE 8 2 5% B15 (UGT2B15) 76 B AP 3k g, A3k [l
JBIE 438 2015 4F 1 H—2019 4 12 7 B R 2=MHE 5 — BEBEGA 1Y 226 173 B B 53 00 s 20 2URnR R
JEsR VPR, AT e AN SR BN i A W E )V (qRT-PCR) £l UGT2B1S 35k, it
FR I G BRI E AN TS A 56 2 5 SR A/NT0 RNA (siRNA) 3] UGT2B15 75 B4R AGS Fl MGC-803
MFRIKIG , LA CCK-8 ., TR AL AR B Transwell SEH A0 UGT2B15 X 5 fm 4 IS 78 A T-FI{R2ERET) E/J%ﬁﬂlﬂ;
K A PEEN % (Western blotting) Fl qRT-PCR Kyl UGT2B15 FRikJ5 1) FOXAL FikKTF-. R H
JRH 2 UGT2B15 M FOXAL IR IAH 8 & T o241 4Y, H UGT2B1S 4 B i3k 5 B sy 12 i iR
BE KB RACLL I TNM 432 A0 56, UGT2B1S BHME: 4 3h 24 5 3 (B 5 a2 AR 77 R (DSS) FILEAR AL 173
(08) I BALTBAPEF R4, siRNA 17 AGS FI MGC-803 il UGT2B15 HIZ23KJ5 , W 2H () 20 o 1 5
I AT R4 (AGS : 0.67 +0.25 1 1.75+0.43, MGC-803 : 0.82+0.33 I 1.86 +0.47,) P<<0.05), W G (H
(A) B RAG T X5 IRZH (AGS : 472.0+36.5 [+, 700.3+82.2, MGC-803 : 487.2+ 182 It 638.5+21.3, ] P<0.05),
AT R BT ((17.246.4) % . (8.7+3.4) %, P<0.05 ) ; siRNA #lH B4 UGT2B15 #3i5)5,
FOXA1 25 1A RNA FEik W] B AR ( 13614 :0.091 £0.018 11 0.045 +0.012, RNA 535 : AGS: 1.000 11, 0.582 +
0.124, MGC-803 : 1.000 £ 0.724+0.157, ] P<<0.05). #5it UGT2BIS5 7 B4 b Rk T, HIHFRE
TR B BRI | AR L TNM 4301 L RO B U5 2 UIAH G UGT2B15 AT 62 5 B AN |
1R L) KT 5 I B AN UGT2B15 HIZRIEJG ATFEAE FOXAT ik,
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[Abstract] Objective To investigate the expression of glucuronyltransferase 2 family B15 (UGT2B15)
in gastric cancer cells and its effect. Methods From January 2015 to December 2019, the tumor tissue
and corresponding adjacent tissue data of 100 patients with gastric adenocarcinoma in the First Affiliated
Hospital of South China University were retrospectively analyzed. The expression of UGT2B15 was detected by
immunohistochemistry and real-time quantitative polymerase chain reaction (FRT-PCR), and its relationship with
clinicopathological characteristics and prognosis was analyzed. Small interfering RNA (siRNA) was used to inhibit
the expression of UGT2B15 in gastric cancer cell lines AGS and MGC-803, flow cytometry and Transwell experiment
were used to detect the effects on proliferation, apoptosis and invasion of gastric cancer cells. Western blotting and
qRT-PCR were used to detect the expression of FOXA1 after inhibiting the expression of UGT2B15. Results The
expression of UGT2B15 and FOXAL in gastric cancer tissues was higher than that in adjacent tissues, and the
expression of UGT2B15 in gastric cancer was significantly correlated with the depth of tumor invasion, vascular
invasion and TNM stage. The disease-specific survival (DSS) and overall survival (OS) of patients in UGT2B15
positive expression group were lower than those in negative expression group.After siRNA inhibited the expression of
UGT2B15 in AGS and MGC-803 cells, the cell proliferation in inhibition group was lower than that in control group
(AGS: 0.67£0.25 vs. 1.75£0.43, MGC-803: 0.82 £0.33 vs. 1.86 £0.47, both P < 0.05), the absorbance value (4)
was significantly lower than that in the control group (AGS: 472.0+36.5 vs. 700.3 +82.2, MGC-803: 487.2+18.2
vs. 638.5+21.3, all P < 0.05), and the poptosis rate increased significantly [(17.2 & 6.4)% vs. (8.7 £3.4)%, P < 0.05].
After siRNA inhibited the expression of UGT2B15 in gastric cancer cells, the protein and RNA expression of FOXA1
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decreased significantly (protein expression: 0.091£0.018 vs. 0.045+0.012, RNA expression: AGS: 1.000 vs.

0.582£0.124, MGC-803: 1.000 vs. 0.724 £0.157, all P < 0.05).

Conclusions UGT2B15 is highly expressed

in gastric cancer lissue, and its expression level is closely related to the depth of tumor invasion, vascular invasion,

TNM staging and poor prognosis of gastric cancer. UGT2B15 may be involved in the proliferation, invasion and

apoptosis of gastric cancer cells, could inhibit the expression of gastric cancer cells. The expression of FOXAT1 can

be decreased after inhibiting the expression of UGT2B15.
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1.1 PORMgE 0 sE 2015 4F 1 H—2019 4E 12 A
FEARBERR IS HAT B ARIG AR 1) B e iR 10 226 1y
I AR A (4 45 Jir 98 20 209 55 A 2UbR AR ), Hovp
136 il LA D1 e, 53 41 90 13 il VK PR 2L HX
RNA. i FARVRAITEE K 30 min ISR, HAR
JE IR ERAIS N B . AW AR A B 2E R
PR, IR A BRI A (Fi 5 : 2018110102008 ),
i R YA TRl

1.2 (AR PN EE A 2E B H b
At EEG TR A BRA A, S e 4 AR & 3
WA AV R A R A, UGT2B15 (ah89274) Fil
FOXA1 (ab170933) L 2 B-actin (ab179467) P 75 [
LRI F 2 abeom /A A 5 LR 2 i A1l
5% )2 V7. (real-time fluorescent quantitative PCR, qRT-
PCR) 77 & s s ikl 8 S CCK-8 37 & 41
it o0 22 A R A BR A W) 5 TRizol 1700 B 36
FEFEER IR B AT IR/A T 5 siRNA K PCR 514
TR R A A R HA A, TP AL 1,

&1 qRT-PCR 5|¥1 K siRNA F75l

5141 f% siRNA 41 (5—3")
GAPDH 1E ) : GCACCGTCAAGGCTGAGAAC
S : TGGTGAAGACGCCAGTGGA
UGT2B15 1EJi] : CTTCTGAAAATCTCGATAGATGGTA
Sl : CATCTTTACAGACTTGTTACTGTAGTCAG
FOXA1 1EI : GGGTGGCTCCAGGATGTTAGG

J21] : GGGTCATGTTGCCGCTCGTAG
UGT2B15-siRNA-1  J#41 : CCGCTCTAGAGCAGGTTAGCTACATATGTA
UGT2B15-siRNA-2  J¥41 : CCGCTCTAGATCCCTGGAAAATAAATTTTG

1 : qRT-PCR NS ZEE SR A HIHE RN, siRNA /N4 RNA
1.3 e di el iR i B2 2 A
WY F R 28 60 CHs R, — H 2R MR T 2 T Mo b
WK JE BT 95 CoK B T E 20 min, H 3% 114
LA (H,0,) IR IR, LN IR, I
4 CYKFEM—Hme o il IR Eh 22 vk i Uk
3, BER Y S min, RIGME Pi 1~2hJ5, DAB
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1.4 qRT-PCR & siRNA ¥4 R TRizol 4 HL
S AL RNA, 208 52 RNA IR K
Joi ), IR DNA 2B A % 56 20 3R il £ <DNA
K H qRT-PCR £ I AH X} 3% 3k &, #17 PCR o
N SR 2 95 CHIAEYE 5 min, 1 MEER ; 95 CAL
P 10 s, 60 “CiE Kk, ZE{H 30 s, 30 MIEFR ;95 °C 158,
60 °C 60 s, 95 °C 15 s, 1 PMEFR ., BOTEM A KR
AGS Fl MGC-803 B a4 i AP 21 6 FLANARESE AR,
IMATCHUE 255255 F 12 ~ 24 h, FR4pE Rl &
Ry 50% BFEAT G, ARk EE G 97 48 h 5 R4 TG L
BRSNS 55

1.5 4AMOHEEE AT KARZERE A R I
AT 25 A A T, 70 A0 BRSO 8Os R A
HeAh T 96 fLAR, TEFLEERIZY 2 000 A~ 2H L, &5 5 A
AL E A —d . KA 2 5 d AR KB,
el AR AR 450 nm AB TSGR (A), U420
SEANML Y A (B2 203G 5 K. FITC/PT XU %
WAL Ak 3B G I ) 240 L, 5 R 9 2K L A AR 0] 4
RELH T 5 B 45 4L 40 B 5% Y Jo 45 Fh 28 Transwell /NE
HRBEREFE 48 h, TR /NE G LGS B Y I T Al
B TR/ IV ik B AL, R A B A DA
KA 1R 28R T

1.6  Western blotting #0l  FH RAPA 478K 41
JiaAE VK b 24457 29 30 min 5, B, OE BT R
FIVR, AR IR AR AR AE ,_BFF 80 V 1H FRHLIK , 1H 5%
F 5 0 B UM, TR R R R S B R A -
1.7 Seit2asrAr SR SPSS 25.0 #4443 A B ds
FFEIERS MBI R SOR AL + bR (R +s)
TR R K BRI L E A R R x
R, P<0.05 NESAGIFE L.

2 H#HR

2.1 HEALP UGT2BIS BFEIL Sy fbss
R, UGT2B15 78 B i H 40h R B (A 5i4s (4, T
TEES 1R H IRAZA 4, UGT2B15 SR 3 (0 LY
0, %W UGT2B15 el 21h Rk B & T os 4l
241, qRT-PCR Kzl 45 £l i 78 UGT2B15 (Y mRNA
FERE U R B T o5 214, DU 1,
2.2 UGT2BI15 ik 5 B i H A I R 24 K il 1)
KFZ  UGT2BIS 76 B 0 3R5 5 M i i R
Jik A& 4= AL F1 TNM 43 391 % Y1) A1 56 (35 P<<0.05), T

5B AR IR /N AR I AR
MR LA SO RS TG, WA 2. Kaplan-
Meier A= 23 M7 7, UGT2B1S i 3k 5B MR E
YR HE AR (disease—specific survival, DSS) Fl s A=
172 (overall survival, 0S) ¥ 0H B R TR £ A B &
(DSS : Log Rank=28.425, P=0.004 ; OS : Log Rank=
9.776, P=0.009),

g 9—"']' ' '-._*—'f._‘:' s ‘--."':"‘_':—.;; ! ]

E1 ®EHKEN UGT2B15 EBEAL (1A)
RESERREAL (1B) FHRIE

#2 UGT2B15s ®RiESBERKFEEEZNXR

o g UGT2BI15 ik (1 (%))

PSS W FR & P1H
IR

T1+T2 24 16(66.7) 8(333) 7336  0.007
T3+T4 112 41(36.6)  71(63.4)
JhkAE AL

I 72 40(55.6)  32(444) 11699  0.001
i 64 17(26.6)  47(73.4)
TNM 534

1+11 48 27(563)  24(437) 4077  0.044
I+1V 88  30(34.1)  55(65.9)

2.3 siRNA T4 H @400 UGT2B15 Fak 10l B &
g s g AR B IFIE I TS UGT2B15 78 AGS #lI
MGC-803 4l Jifd i 114 2% 15 7K SF- B I = F 18 8 b
L GEST, H A siRNA 286HRiC UGT2BI15 J&
T4 AGS A1 MGC-803 H' UGT2B15 ) R ik. K H
CCK-8 72 A I 5 G J5 14 45 20 4 Pt 3% 3 12 07, 445
R, WL 9 AGS F1 MGC-803 4 il 14 5 fik 11 34
B A T XF IR 41 (AGS : 0.67+0.25 L 1.75+0.43,
MGC-803 : 0.82+0.33 I 1.86+0.47, ¥ P<0.05).
FITC/PI XL e 5256 Fl Teanswell 5256045 5 5o, #0751
LA TR B B X REAL ((17.246.4) % L
(8.7+3.4)%,P<0.05 ),A fHH AL T XTI i4 (AGS:
472.0436.5 [t 700.3 +82.2, MGC-803:487.2+18.2
It 638.5+21.3,3 P<0.05). UKl 2.

2.4 siRNA #1] UGT2B15 3235 31 T 8 FOXA1 32
ik AEYERASNIEY, FOXAL 78 5w R Tt
=, 5 UGT2B15 IR EVIAH I, itk — 2 B
TAHERR R AR FOXAT £E B
MY 23k, 45 5 R FOXAL 7R 48U i ek il 8
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B Fhn&®. 735, T UGT2B15 5 15 i Jih 974
R E = VI, #78 UGT2B1S Ml g2 5 B i
i Jgg ¥ 3 & J , PR I siRNA $0i] UGT2B1S 7
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