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[Abstract] Objective To observe the influence of serum hepatitis B virus DNA (HBV-DNA) levels on
the hepatic function indicators and hepatitis B markers. Methods The 60 chronic hepatitis B patients from
October 2018 to May 2021 in Qingyuan Hospital of Traditional Chinese Medicine were included in the observation
group, and other 60 healthy checkups during the same period were included in the control group. The levels of serum
HBV-DNA and hepatitis B markers [including aspartate transaminase (AST), alanine aminotransferase (ALT),
o -L-fucosidase (AFU) and prothrombin time (PT)] of two groups were detected. According to DNA loads, the
patients in observation group were divided into observation group 1 (38 cases, < 5.0 10” kU/L), observation group 2
(11 cases, 5.0X 10’ < 1.0 10* kU/L), observation group 3 (7 cases, 1.0 10'~ < 1.0 10° kU/L) and observation
group 4 (4 cases, 1.0X10°-1.0x 10° kKU/L). The serum HBV-DNA positive detectable rates and average DNA
contents of patients with different serum modes as well as the levels of hepatic function indicators and hepatitis
B markers for patients with different HBV-DNA levels were compared. Results The HBV-DNA positive
detectable rates and average DNA contents in hepatitis B surface antigen (HBsAg), hepatitis B e antigen (HBeAg)
and hepatitis B core antibody (HBcAb) positive patients were 100.00% and (4.52+0.36) X 107 kU/L, which were
higher than those of other patients, with significant differences. In the observation group, the positive detectable

rate of HBV-DNA was significantly higher than that of HBeAg [48.33% (29/60) vs. 30.00% (18/60), P < 0.05].
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AST, ALT, AFU and PT levels in the observation group were significantly higher than those in control group
[AST (U/L): 61.39 +4.73 vs. 19.05+3.68, ALT (U/L): 45.48 £5.04 vs. 21.19+4.69, AFU (U/L): 35.95+3.99
vs. 19.46 £4.30, PT (s): 15.62£2.54 vs. 11.56+0.92, all P < 0.05]. With the increasing of HBV-DNA levels,
AST, ALT, AFU and PT levels were gradually increased, with statistically significant differences among different
groups. Conclusions With the higher DNA replication loads, the hepatic function indicators are increased; serum
HBV-DNA quantitative detection is applicable to evaluate the patients' virus replication conditions. The hepatic

function indicators can help make early diagnosis of hepatic injury, providing reliable basis on the treatment schemes.
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Wz AT A% G B, 322 th & B A B¢
(hepatitis B virus, HBV) J& 4L r £k, #5401, £ H
i SRR HUR R YT 2 N 5T,
HBV 18 B # 7E 2 BRIV BN T = 35 3.5 42, 3K
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HHUG D eah, S IR R 58 28R 2 &%
18 A SRR BAL AR 02 A I PRAE IR 9 52 2k, 1
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AL NN @ FEHCRIER , EREE ;@ In
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112 HEBRbRE @ BHAB D R 5 200 T D ae i
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L13 2B AW B B AR IE, Jf 22
AR B A BRAE o (R AL 5 £ 20211210), X 324G #2647
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1.2 BTk Prf ke B8 T2 RS T RS
5 mL ## ki, LA 3 500 r/min (502142 10 em) B0
10 min, 43 & M35 )5 B T 2 ~ 8 CIEE PRI RER
TARAKEEIR 28 h N, K H 57 7600 4 A 3424
3 BT ASCRG I 1LY 22 AH DG A b, A0 45 R A IR e A Tty
(aspartate transaminase , AST) . TN & iR %% 2 it (alanine
aminotransferase, ALT). o-L- 7 3 (o -L-
fucosidase, AFU), ZEE STAGO R MAX £ H3h
L85 73 BT ASCRG: TN 52 465 5 € 1 I J5L S 1] ( prothrombin
time, PT), Fr A 45 I 120 50) 247 b #8 & STAGO 23 A 2
fik, SRHI® X Cobas E601 HLfb 2% KGRI 8
CMFPRE W K-, 245 £ BT 32 1 1 5L (hepatitis B
surface antigen, HBsAg), Z 3 RN (hepatitis B
surface antibody, HBsAb). Z T e j{j)ﬂﬁi(hepatitis Be
antibody, HBeAb), HBeAg ., LR OB (hepatitis
B core antibody, HBcAb ), * %% 41 SLAN-96P -
B ASCRS T WL 28 8 19 1% HBV-DNA 7K, A6l
I 5 FIBRIE il YR BEAKICR 3.0 X 107 KU/L, 3.0 X
10° kU/L, 3.0 X 10°kU/L., 3.0 10* kU/L, 3.0 X 10* kU/L,
(7] B 5 B I A 0 R B 1 o) TR e fFE £ 1.0 X
10° KU/L, BIPERRIER 5.0 X 107 kU/L.
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FH4 DNA i, @ HAWEEZH HBV-DNA il HBeAg
B A 3 D) AR MLIE HBV-DNA 7KF-, KL
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SR Ry WEE 1 4H (38 1], <5.0 X 10° kU/L)., Wi,
L2 (11 41,5.0x10* ~ <1.0X 10" KU/L), W5 3 41
(741,1.0x 10" ~ <1.0x 10° kU/L) FIWLEL 4 26 (4 1],
10X 10° ~ 1.0x 10° kU/L), HLA245 41 ALT., AST, AFU .,
PT K25
1.4 Giit2E0rk R SPSS 23.0 Gt xd i fs
BRI T TR, ARG IER AT PR LYY
B+ b2 (R +s) Fon, R R g, 2410 A
T35 22500 5 BB ABI (%) R R x 2 Kk
P<0.05 HESAGITFE L.
2 #R
2.1 ORISR S X IR SR T L AR
GOk R 22 I TG TR E (3 P>0.05),
AATHeME. W 1.
* 1 MEAINXBAN—MRERLER

wike HERLCED SEIS (%)

2157 =
B mee i WHE B (Gts)
Mg 60 39 21 30~65  49.58+4.21
X HEZH 60 41 19 31~64  49.66+4.50

22 WEUIA ] i 75 2 B 2 S8 HBV-DNA
PR A7 DNA it HLHE R ) Il 2 A
T HBV-DNA PHYEAS H 3R FISF- 2 DNA 75
R IA TR E (B P<0.05). W3k 2,

2 URAFRFMBZFENR ZHFEE HBV-DNA
PR HHZRFNE 1 DNA S2I0E

T 5% FHE 2R SE34 DNA &
WHEEBE ) o) (kL)
K= 12 100.00(12) (4.52+0.36) X 10
INZIH 30 46.67(14) (3.394£0.54) X 10°
HBsAg(+).HBcAh(+) 8 37.50( 3) (2.68+0.37) x10°
HBeAb(+), HBcAb(+) 6 16.67( 1) (1.62+0.23) X 10’

HBsAg(+).HBeAb(+) 4 0.00( 0)
Y FAE 15.091 59.343
P 0.002 0.001

1 : HBsAg J ZJIFRTIHUE , HBeAb i ZJFROHK, HBeAb
T e idl, + MBHYE ; 25 AR R T IIm

2.3 WEZ4I HBV-DNA 5 HBeAg BHPAERE H R 4L
WALt HBV-DNA [ FHEAS 22 B 2 55 T HBeAg
(P<0.05), W3 3.

£ 3 WZAE HBV-DNA 5 HBeAg FRMEHW H K LL 4R

ouers B WG BHEGMC WGk
B ) ) () (%)
HBV-DNA 60 29 31 48.33
HBeAg 60 18 42 30.00
X 4232
P fi 0.040

7 . HBV-DNA iy Z %% DNA, HBeAg N Z AT e P

24 WMEHASX BARFIRefbr i WEAH
AST . ALT ., AFU F1 PT 7K-F-H470H i i35 T-XF HR 4, 22 5+

WE G2 L (¥ P<0.05), WL 4,

x4 VRATXRAMFINEEIEIRILE (x = 5)

g PIEC AST ALT AFU PT
(f5) (U/L) (U/L) (U/L) (s)
WL 60  61.39+4.73 45.48+5.0435.95+3.99 15.62+2.54
STHRZH 60 19.05+3.68 21.19+4.69 19.46+4.30 11.56+0.92
tfH 54.725 27.329 21.775 11.641
P 0.001 0.001 0.001 0.001
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ik AST ALT AFU PT
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WMEE14H 38 3545+4.82 34.61+5.15 27.96+3.85 12.67+1.25
MLE24H 11 50.48+5.57 42584520 35.64+4.28 13.48+121
MEE34] 7 74.63+593 65.89+4.77 36.52+4.25 16.66+2.03
MELA4] 4 90.36+4.46 92.63+3.79 36.99+3.89 21.05+2.41
FAH 520.558 328.963 71.548 82.710
P{a 0.001 0.001 0.001 0.001
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R AR —Z, R, K0 HBV-DNA 7KF% ]
Wi & I £ B SR s LA B N A B, 43
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