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[Abstract] Hepatitis B virus (HBV) infection was one of the main factors leading to hepatitis B cirrhosis and
hepatocellular carcinoma (HCC). At present, antiviral drugs were used to inhibit the replication of HBV in clinic.
However, it was difficult to detect the occurrence of antiviral drug resistance. Therefore, HBV nucleic acid testing
(NAT), as the main means for the prediction of HBV resistance, was indispensable method in the diagnosis and
application of antiviral therapy in patients with chronic hepatitis B. This article reviewed the quantitative detection
of hepatitis B DNA, detection of HBV gene P region and genotyping, and microRNA (miRNA) detection. It also
analyzed the application of NAT technology in the diagnosis of HBV resistance and detection of HCC carcinogenesis,
and discusses the value of this technology in decreasing the resistance of HBV and reducing the incidence of HCC in
chronic hepatitis B patients.
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