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[Abstract] Objective To investigate the occurrence of bacterial food poisoning events in Yiyuan County,
Shandong Province and provide theoretical basis for the prevention and control of bacterial food poisoning.
Methods The occurrence of bacterial food poisoning events in Yiyuan County, Shandong Province from 2016 to
2020 was analyzed, clinical analysis and etiological detection were carried out on all samples, and the information of
poisoning events, pathogen detection results, bacterial positive detectable rate, seasonal distribution of poisoning events
and source distribution of positive samples were analyzed. Results From 2016 to 2020, 32 bacterial food poisoning
events occurred in Yiyuan County, with 4 958 exposed persons and 774 poisoning patients, without food poisoning
induced death. Among them, 13 cases (40.63%) were caused by Vibrio parahaemolyticus, followed by 9 cases (28.13%)
caused by Staphylococcus aureus, 6 cases (18.75%) caused by Shigella and 3 cases (9.37%) caused by Salmonella. In
2019, there was a mixed infection event of Proteus and Salmonella enteritidis. A total of 4 958 suspected bacterial food
poisoning samples were collected, and 774 positive samples were detected, with the detectable rate of 15.61%. The
detectable rate in 2016 was the highest (17.31%), and that in 2019 was the lowest (12.77%). There was no significant
difference in the detectable rate among different years. In different seasons, the most food poisoning events occurred
in summer (19 cases, 59.37%), followed by spring (7 cases, 21.88%). Comparing the positive samples from different
sources, anal swab sampling had the highest positive detectable rate [85.53% (662/774)], followed by food samples
[6.72% (52/774)]. Conclusions From 2016 to 2020, the main pathogens of bacterial food poisoning in Yiyuan
County were Vibrio parahaemolyticus and Staphylococcus aureus, and most of bacterial food poisoning events occurred
in summer. The disease control department should do a good job in the corresponding prevention work.
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