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[Abstract] Long noncoding RNA (LncRNA) is defined as a kind of transcripts greater than 200 nucleotides
in length, that lacks significant protein—coding capacity. LncRNA plays an important role in epigenetic regulation,
cell cycle regulation, cell differentiation regulation and dose compensation effect. The abnormal expression of
LncRNA is closely associated with the tumor genesis and progression of lung cancer, and LncRNA may be a potential
efficient biomarker for early diagnosis and treatment of lung cancer. This article reviews the research progress on the

application of LncRNA in the genesis, progression, diagnosis and treatment of non—small cell lung cancer, so as to

discuss its application value.
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