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[(FEE] B WEREPE CD163 (sCD163) 78 M Z2 i i v vk JE 9 A8 Ak, #5555 sCD163 S HEAR X
WL B RPN R . Ak BEFE 2017 4F 5 H—2018 4F 5 A% N @ - e r=RH 1252
Z 0 MR AT R 24 ~ 28 JB 75 ¢ 1B A AT PR 88 (OGTT) 25 51, S 20012 M A iR WIWE PR A% (GDM) 114 22
11 60 B 2 (BN GDM £0), I LARIBENL ISR OGTT TIEH 244 60 {51y 5t B8 20 [ BIAHR & 1E 5 (NGT)
20 Yo K L IR | IR L R ZEANIMYE sCD163 YR BE , T e £ (BMI) RIS A AR AU Jik 15 R HCHTHE 5L
(HOMA-IR) fH, £5% 5 NGT4LLILE, GDM 2 A9 Il ik S IH EEE (TC)., %% B 4 11 10 B (LDL-C) 7K
TR R HE R TG L (H P>0.05), 1] GDM 20 = #t H 3 (TG) 7K F15 T NGT 4 (mmol/LL ;
3.93+1.87 [t 3.3140.93, P<0.05), HDL-C 7K X T NGT £H (mmol/L : 1.63+0.43 [ 2.03+0.62, P<0.01),
GDM 20 %5 5 1M 4% (FBG) % NGT 44 2 I FHia 3, (A2 RG22 X (P>0.05) ; 1if GDM 414 i ik & %
(FINS).. HOMA-IR % sCD163 ¥ J ¥ /= F NGT 4, 22 5 ¥ A G i1 2% & L (FINS(mU/L) : 19.75+9.35 L
12.46+7.29, HOMA-IR : 3.67 + 1.23 [, 3.15+ 1.19, sCD163 (pg/L) : 42.96 + 19.88 [{, 29.35+ 12.67, % P<0.05 ),
AN S, I sCD163 ¥eFEE 57/ BMI, TG, FINS. HOMA-IR £ 1EARSE (AL EREL (r) 23091 0.402,
0.603,0.512,0.614,3) P<0.05 ),5 HDL 2 HAHX(r i -0.326,P<0.05), £5if sCD163 7£ GDM B EFHIEL
R AR ZAE R, nTRES SHLARERS AT, TN TS B AliEmBiE , 5 DM Ak R &,
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[Abstract] Objective To investigate the changes of soluble CD163 (sCD163) in the serum of the
third trimesters pregnant women and the relationship with insulin resistance, metabolism of glucose and
lipid. Methods According to the results of 75 g oral glucose tolerance test (OGTT) at 24 to 28 weeks of gestation,
60 pregnant women diagnosed with GDM were selected from May 2017 to May 2018 in obstetrics clinic of Changzhou
Maternal and Child Health Hospital as the case group (GDM group), and 60 normal pregnant women with OGTT were
randomly selected as the control group [normal glucose tolerance (NGT) group] during the same period. Blood glucose,
lipid profile, insulin concentration and serum sCD163 levels were measured in both groups, and body mass index
(BMI) and homeostasis model insulin resistance index (HOMA-IR) values were calculated. Results Compared
with the NGT group, the levels of total cholesterol (TC) and low density lipoprotein cholesterol (LDL~C) in the GDM
group showed a downward trend, but the differences were not statistically significant (both P > 0.05), the level of
triglyceride (TG) in the GDM group was higher than that in the NGT group (mmol/L: 3.93 £ 1.87 vs. 3.31£0.93,
P < 0.05), the level of HDL-C was lower than that of NGT group (mmol/L: 1.63+0.43 vs. 2.03+0.62, P < 0.01).
The fasting blood glucose (FBG) in the GDM group showed an upward trend compared with the NGT group, but the
difference was not statistically significant (P > 0.05). The concentrations of fasting insulin (FINS), HOMA-IR and
sCD163 in the GDM group were higher than those in the NGT group, and the differences were statistically significant
[FINS (mU/L): 19.75+9.35 vs. 12.46 £7.29, HOMA-IR: 3.67 £1.23 vs. 3.15%1.19, sCD163 (ug/L): 42.96+ 19.88
vs. 29.35£12.67, all P < 0.05]. Correlation analysis showed that serum sCD163 concentration was positively
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correlated with prenatal BMI, TG, FINS, and HOMA-IR [correlation coefficients (r) were 0.402, 0.603, 0.512, and 0.614,
all P < 0.05]; and negatively correlated with HDL (r was —0.326, P < 0.05). Conclusion sCD163 plays an important

role in the glucose and lipid metabolism of GDM patients, and may be involved in the body's insulin resistance, thus

aggravating the damage of islet B —cells and closely related to the incidence of gestational diabetes.
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YRR R 5 (gestational diabetes mellitus, GDM )
JE AR I YR I 18] 40 Uk Hh SRR A = AN TR A
2P A AFTE RIRE R . GDM 2 7 BHEh
UL IF A, A B B, i E GDM & R 2
5% ~ 9%, 1t HL3T JLAF 3K & 95 AR WE -7k, B
PTG R A LA E e R AE & GDM
3T 01 £, 7 I R T AT S R 2 RO R
Tﬁ(type 2 diabetes, T2DM ) Fi%) XU 18 Jin 45 & H e 18
fEF . ILAEARMIFE WA, JAE S GDM KR %
PIAHOG, H Al & BS GDM A & B RAEA I £ B A
C- JZ i & [ (C=reactive protein, CRP), i J& IR 4t
KT — o (tumor necrosis factor, TNF—a ). [ 4R
2 6 (interleukin—6, 11.-6) 21351 Al P 1l 4T &
51 R 3214 (soluble CD163, sCD163) J&: iz 4
AR, 3 B B A MR 4 A
sCD163 HAEYFIIRE H i Z £/, FNSMIESE £
N sCD163 & —Fli K BN RAEH 1. H:T GDM
o PR v R 5 4 B W DL B2 SE IV 5 GDM & 9 5 1)
HISE, ABFTE BZEHT GDM U I3 1 sCD163 %
kN5 GDM KAERERICER , A INT o
1 #REFE
11 BFZEXT 4R EFE 2017 4F 5 H —2018 4F 5 H
e N T A B RARBE 7™ B T2 8 B 45 0T I A
ARBESr WY 37 ~ 41 JE SR 7 i, 22 75 g H Ik
2B R IS (oral glucose tolerance test, OGTT) ¥
A, 2 Wiy GDM 19 %2 101 60 451 >y 95 191 2 (E GDM
) s BEALEIFEI7FH 12802, H OGTT 1IE# /Y
20 60 5] A %) R AH ([ BB i 1E % (normal glucose
tolerance, NGT) 4 J. FFTA A B TCHEA S ,
RAT: TCHE PR s 52, AS YR A AR T 18 1k AR e A I &
i, TCIR IS 25 T s, Tom i s 45
1.2 2WibniE AR CEIRE IR I2 IR 16 1
(2014))" 7, FE4E U 24 ~ 28 JEI AT 50 o HIAHE 6L
iﬁ%z(glucose challenge test, GCT), =7.8 mmol/L F47
OGTT ; #5 50 g GCT Z55: = 11.1 mmol/L, WK 2 #5
J]ﬁlfb%(fasting blood glucose, FBG), FBG=5.1 mmol/L.
H A2 GDM, W FBG 1E# WIFT 75 ¢ OGTT, A

1750 g GCT, 78 4T Uz 24 ~ 28 J& H 447 75¢ OGTT.
75 g OGTT 1IE4 {8 : FBG<<5.1 mmol/L ; I JIf %) 75 ¥
J& 1h, 2 h 4%53] < 10.0 mmol/L., 8.5 mmol/L. H
WA — ARSI 25 2R 5 T B RS L, RO nT 2
A& GDM,

13 ik

131 MEERARIRE  SRAEITA 20 2 Ik
1.5 mL, B 3 500 r/min(E§.02E42 10 em) ES.C> 8 min,
SYESILYE AE 1 h AN SE R K0 FPG AT g ; 5
RITE -20 COKFETRAF , RGN 23 1B 5 3R (fasting
insulin, FINS) #1 sCD163.,

1.3.2 G A 5 Dl e g 5821 42 H 3
A BT A A I FBG AL A il v = 1k H i
(triacylglycerol, TG )., MLiE & AHEEE (total cholesterol ,
TC). 5 % B g 8 A A & (high density lipoprotein
cholesterol, HDL-C), ik % J& i & A A0 & B (low
density lipoprotein cholesterol, LDL-cholesterol,
LDL-C) J, it A 24 ph 56 [ DL o e 2 w43 5 7
% IR 602 H A2 R GAX A e B 2R 5 R K
G 98 W B 4 56 (enzyme linked immunosorbent assay,
ELISA) K0l fiL 7 sCD163 , 4t A 75 5 R &L (coefficient
of variation, CV) Fl it [8] CV 43 5l 3 2.6% ~ 4.9% .
6.3% ~ 6.8% . T A IIREASER S HIXLALAG I, CV
i 109% Y ZE T FAN, sCD163 150 &1 F 55 =
R&D A,

1.3.3 KK REFEEL (body mass index, BMI) ={&
i (kg)/ B (m)? RINFRSBA SRR R
HEHTFE 20 (homeostasis model insulin resistance index,
HOMA-IR) =FPG X FINS/22.5 ] 1% HOMA-IR,

L4 GEibark i SPSS 17.0 kT4
IIAT GRS AG IR , A bRt SRR M (BAIE
SO HEEE LI £ PRiiE2E (3 +5) o, I R]
e R ¢ K256, FH Pearson 43 BT it A 7 AH S 4347 o
P<0.05 hZEFAGIHFE X,

2 #R

2.0 PRI — e RAE AR LU AL GDM 417 Rif
BMI & F NGT 4, 22 547 Gi it 2 1 L (P<0.05).
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{5 GDM ZHAERS | 228 K 245 BMI 5 NGT 4 e #22
SRR () P>0.05), W1,

®1 MHPAREREFE bR LR (x£5)

s3] (- G ) 2T BML 7l BMI
- ) () (FD) (kg/m®) (kg/m®)

NGT#H 60 27474296 39.14+0.53 20.53+1.67 25.78+3.08
GDM#H 60 28.30+3.40 39.07+0.46 21.26+3.01 27.31+3.79
XN 1.43 0.77 1.64 2.43
P1a >0.05 >0.05 >0.05 <0.05

22 WHZAEIMARE K ILE GDM 4 HDL-C #
B K T NGT 4H, TG ¥ i W] i & T NGT 4
(¥ P<0.05), 5 NGT 41 b4, GDM 4114 TC . LDL-C
KFERTREGEE HEEFHILGE IR L
P>0.05), W% 2.

R 2 PZEMAR K AL (2 £5)

03 Tk TC TG HDL-C LDL-C
()  (mmol/L)  (mmol/L)  (mmol/L)  (mmol/L)
NGT H 60 6.05+£1.02 331+£0.93 2.03£0.62 2.77£0.76
GDMZl 60 599+144 393+187 1.63+043 2.58+0.83
X 0.26 2.30 4.11 1.31
P1{H >0.05 <0.05 <0.01 >0.05

2.3 W4Z#I0 FINS ., FBG . sCD163 }2 HOMA-IR [t
i GDM 4H FINS, HOMA-IR H1 sCD163 7K -1 8]
5 T NGT 4 (¥ P<0.05), GDM 40 FBG /K - &
FNCT 4 (HERTIG T2 X (P>0.05), L3 3.

*£3 W22 FINS. FBG . HOMA-IR . sCD163 Hb4s (x +5)

5%k FINS FBG

) (mUL)  (mmoyry HOMA-IR om)
NGT 4L 60 1246+7.29 393+084 3.15+1.19 2935+ 12.67
GDMAL 60 1975+935 4.19+127 3.67+1.23 42.96+19.88
i 476 205 235 447
Pl <001  >005 <005 <00l

215 sCD163

2.4 M GDM LT sCD163 HE 57
BMI. TG . FINS F1 HOMA-IR S 1EAH5E, HHC R %0 (r)
35124 0.402.0.603 ., 0.512 ., 0.614, P{E 5351124 0.032
0.007.0.027.0.002 ; 5 HDL 2740, r 4 -0.326,
P {HM 0.034.
3 Tt

GDM S [ 7= 1 s DL B - A, B2 4
H—Efa®., daFEih, GDM J& T2DM 2K A
SRIFRE IR BE, GDM B 53148 % T2DM A9 XL
KA, GDM )9 B A B2 AL ) 2= 4w R IR A, B
A A JBE 5 ZR AT S 5% 3R AN 2 A 1Y) 22

P2, iTRE SRS B AN EARSE . Bl Xt bk
S ZAVE RS S5 ERATIE R A, 24 R IR e 5
HFZ5T GDM & kR, T REfE WL IR S &R
FEPLLA B T2DM S bl et o B3 A
CD163 J& T15 18 K 32 A S 14 il b, S — b
A7, 7R A% - B AN 9 & B, CD163
RN PIFIAETEIE 2 — R R B K 7,
FEET A% - BEWEARAERE | 5 55— MR B v
VB AAE T 2R S A SV N . B RAY CD163 &
HUAAR PN LT 85 1 A4 S i e 2 A, e St
G213 545 G BR-E H (haptoglobin, HP) iKY
AR, AT I F 4R A 2 -10 (IL-10), Il £1 2 4R
B -1 PR TR RAr S Z R AE
PRI %) CD163 4> T4k sCD163,
sCD163 AL CD163 43[R JF: , (HHHLAAAE H
R ARFGTIES, sCD163 WREFE T2DM F1
I £ 5 L3 TP T R R AR AR
AAH ST LA AT R eI GDM 200 NGT 4H &
# FBG . IfiLBE | 5% 2% K& sCD163 554845, &L GDM
2 TG WA .5 F NGT 4, HDL-C W BALF NGT 41,
HEABFIES TG FHE & GDM 35 1y TARE IR
1 BMI a2, BZ2 10 TG W IE S5#H 4 L A4
PR 52 TE ARG, 38 A 5 i A2 LA TG v B n] BEAIR
R A LR AR Y B SE A4 . HDL-C — Bk
TA R X B AT I AR 208 R 0 R B AT — o Y TEMEAE
o BWFFEEM, GDM Z U 4T U 19 i 1 9505 14 &
PR IE #2008 2 ~ 4 £51 % ARKERY HDL-C 3
KRR RN Z —. AL RIE o, GDM 41
FINS. sCD163 ¢ % & HOMA-IR 47 F NGT 4., Ifi.
1 sCD163 ¥ & 5 77 1if BMI. TG, FINS, HOMA-IR
HIEM G, T2DM Fl GDM 9 & m bl 2 —J& & 4
Jik £ R AR B L BOW AL I | i AR AR 2L,
F:[E#) B T T2DM FT GDM A4 975 B A= B BER o it
S5 N E R AR RO RN AT RS AT 5 R B
RIPT. AW R R, A BN H A i R
VUG AEAET GDM 210K, 24E K F sCD163 7£
PRI 5 RIRPUH A5 T EEAE, sCD163 MR
F AT RESE GDM R HLE 2 —, 7€ GDM i &£
R FET ] BETETE sCD163 FIiE TG HyAL[RIVER]
g5 LTk, ARG UESE T sCD163 ¥ B Y AR
b5 GDM BHF RS BB R EY, TRe2 5 T
GDM [ kA e e ad . 7E 3% T ok i TAEH Btk —
T IR | R AR I 0L sCD163 B3k
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AT H AT EARTE P SR 4amsiE (1Y)

B FE VDT (Nontyphoidal salmonella, NTS)
ARG AT I (non=Tuberculous M ycobacteria, NTM)
MEFEAL T YL ( Clostridium difficile infection, CDI)
G R g EAnEA 23
(Clinical and Laboratory Standards Institute, CLSI)
HFRE ISR IAT T B+ (intensive care unit, ICU)
T RPN R (minimum inhibitory concentration, MIC)
JRENE I (inﬂammatory bowel disease, IBD)
B B AAAE (osteoporosis, OP)
20 U SE (acute myocardial infarction, AMI)
R I AE PIE I
(disseminated intravascular coagulation, DIC)
HUR 52 1298 % (parathyroid hormone, PTH)
AFL IR EE (human papillomavirus, HPV)
228 AR (fibrinogen, FIB)
L UVIESEE 1 (cardiac troponin 1, ¢Tnl)
WL 8 H (myoglobulin, Mb)
JLER 4 it 5] T 1 ( creatine kinase isoenzyme, CK-MB )
JHFZ 456 81 (heparin binding protein, HBP)
I 5 K SR A A 1 51
(angiotensin converting enzyme inhibitor, ACEI)
M AR 1 Z A5 Hi 7
(angiotensin Il receptor blocker, ARB)

AR W A (glutamate dehydrogenase, GDH)
M3 G (blood stream infedting, BSI)
R0 (nucleated red blood cell, NRBC)
i 18 (quality control circle, QCC)
FEPE R E] (time—to—positive,, TTP)
245 B YIEE ) (multiple organ failure, MOF)
B RIE RN EFEAE

(systemic inflammatory response sydrome, SIRS)
PASME I A A ( acquired haemophilia A, AHA)
T AR 456 005 T o 1)

(activated partial thromboplastin time, APTT)
#E M8 I 1] (prothrombin time, PT)
B I TE] (thrombin time, TT)
L (odds ratio, OR)
95% N {Z X [8] (95% confidence interval, 95%CI )
Z R REE (multiple myeioma, MM )
AE YL BAAZ A1 i3 Z25E (infectious mononucleosis, IM)
A LI IR (hemolytic disease of the newborn, HDN)
BRI (iron deficiency anemia, IDA)
15 PE4 (reactive oxygen species, ROS)
WS A H IR TR (free—prostate specific antigen, F=PSA)
PR FR PE SRR (prostatic acid phosphatase, PAP)
BT I SR (total—prostate specific antigen, T-PSA )





