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The research on rapid identification of gram—negative bacteria by matrix assisted laser desorption ion-
ization time of flight mass spectrometry
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pital of PLA | Beijing 100039, China

[Abstract] Objective To evaluate the clinical value of matrix assisted laser desorption ionization time
of flight mass spectrometry (MALDI-TOF-MS) in detecting clinical common gram-negative bacteria. Methods
1665 strains gram—negative bacterium were detected by VITEK2 Compact, and the MALDI-TOF-MS was used
to detecting the genus and species of gram—negative bacteria. And then the identification accuracy was calcu-
lated. Results 1665 strains gram—negative bacterium including 27 genus and 73 species. The genus overall
accuracy of main gram-negative was 95.7% , and the species was 85.5%. The highest accuracy of genus was
Brucella and Salmonella (100.0% ). The highest accuracy of species was Ralstonia insidiosa and Morganella
morganii (100.0%). Conclusion MALDI-TOF-MS is fast, accuracy, convenience and low cost in bacterial
detection. It’s applicable for rapid diagnosis of clinical laboratory identification.
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H L& 2% A MR B R Bl MALDI-TOF-MS # R i#47
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AR B EAR AR R 2 R 1554 %, DIK 11
PRV ME R AR, 2211 1665 #k . RdERIMRIE T st K1z
HAE AL, TR BRI E &ad VITEK2 44
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1.2 [R5 SAELERHLEEERLEY
N T4 P21 VITEK2 Compact 4 [ sh# 4 91509118,
MALDI Bio-typer &4 Jii 1% {{ 7 £ [E Bruker Daltonics
RE ALK AERR . L 88,
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n# 1,

&1 MALDI-TOF-MSHAXE FTEEZHEHHE

FRIER FHE R [n(%) ]

HWE 734 R EE FHIEH 2
HERR 15 15(100.0) 15(100.0)
UITER 15 15(100.0) 0(0.0)
HEER 491 488(99.4) 488(99.4)
SEIHR 57 55(96.5) 21(36.8)
MG RRATE R 43 41(95.3) 36(83.7)
REMME 274 259(94.5) 246(89.8)
AT ER 142 133(93.7) 93(65.5)
BERER 333 314(94.3) 298(89.5)
TR R 29 27(93.1) 23(79.3)
VEER 2 39(92.9) 37(88.1)
BT R 150 139(92.7) 110(73:3)
BERE R 9 8(88.9) 8(88.9)
R 11 9(81.8) 3(27.3)
a3 1611 1542(95.7) 1378(85.5)
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%= 2 MALDI-TOF-MS #; A % & 8471
FEEHHHEEMNE R (n(%)]

B WE FHIEH R
FAR R B8 L 11 9(81.8)
9557 ) M MR R AT 34 30(88.2)
FRBFE 39 30(76.9)
B ¥ B #F 85 68(80.0)
PN B 491 488(99.4)
FRAEEAE 27 25(92.6)
MR EEAR 210 193(91.9)
TREEHHE 19 16(84.2)
FE I BEAR T 7 7(100.0)
HEWEW 25 24(96.0)
BICWER 12 10(83.3)
05 R EFF B 59 46(78.0)
AN Bl FF B AL A 3 A 14 13(92.9)
B R 1 B LT 237 230(97.0)
BEFERANE 66 51(77.3)
ERBEME 6 5(83.3)
AR Y] 3 3(100.0)
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