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EANOER. Ak RE1093 FATHTEN BB - LMK, H7%%E R PCR-DNA J 57, 3 K
5,10~ B B IR H B2 X JRKE (methylenetetrahydrofolate reductase, MTHFR)C677T A1298C #15 §it & 8%
& H 8% i 5. B§ (methionine synthase reductase, MTRR)A66G fif 4 i 3£ 5 /7 51 , 1R 4 1 26 X RU 0t o R R
AR, ST ZER YRR SR BA KRR R M EHR., 48 MTHFR C677T fif
AR CC 5 18.11%, 4 &R TT &5 36.78%, % F £ R T 49 2B £ 59.33% ; MTHFR A1298C
B P A B AA 5 73.01%, @4 ZEAFR CC & 2.38%, RAEE CWERMEY 14.68%; MTRR A66G
L E BT AA 5 57.09%, ASEEN GG & 6.31%, EAERN G HAETHE 2461%; WEETF
677CT.1298AC 5 15.37%;MTHFR WIS 5P A AR ENMAMSUREI T ERWELITTFEE X (P
#<005) MTRR 5 5P EABRERUANS G ENIHERY AR TEE (P> 005), B
At Bk R BB R & 26.72%, Tk B % & 24.70% .38.97%. i FIHEFRX
B BEAMBAENIRAESI, BH P EERR SRS ARES—F,
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The study of folic acid usage in women of childbearing age in Henan province
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[Abstract] Objective To investigate the ability of using folic acid in women of childbearing age in
Henan province, so as lo guide their reasonable folic acid supplements hefore and during early pregnancy, and
avoid a variety of birth defects, spontaneous abortion, hypertensive disorders in pregnancy and premature oc-
currence caused by the folic acid metabolic disorder. Methods There were 1093 samples in this study. The o-
ral mucosal epithelial cells of women of childbearing age were collected with brush. By the way of fluorescence
quantitative PCR, DNA sequencing, the gene sequence of 5,10—methylenetetrahydrofolate reductase (MTH-
FR) C677T and A1298C and methionine synthase reductase (MTRR) A66G locating were determined. Ac-
cording to the affection of genetic risk based on the genotype of folic acid, the level of folic acid risk of the
women who carry the genotype was draw. Results The accounting for 18.11% of the MTHFR C677T in point
of the wild type CC, 36.78% of the homozygous mutant TT, mutant gene T frequency was 59.33% ; the MTH-
FR A1298C point wild-type AA accounted for 73.01%, homozygous mutant CC accounted for 2.38 %, the fre-
quency of gene mutations in the gene C was 14.68%; accounted for 57.09% of the MTRR A66G point wild type
AA, homozygous mutant GG accounted for 6.31% and 24.61% of the mutations in the gene G; double het-
erozygous 677CT and 1298AC accounted for 15.37% ; There were statistical significance in the differences be-
tween MTHFR two points and the Chinese population genotype and allele distribution (Pall< 0.05). There were
no statistical significance in the differences between MTRR and Chinese population genotype and allele distri-
bution (Pall> 0.05); The people who do not have the risk of using folic only accounting 26.72%, the risk of
medium and high risk accounting for 24.70% , 38.97%. Conclusion The folic acid using ability of the status
of childbearing age women in Henan province cannot be optimistic, women who bring medium and high risk
gene cover more than half.

[Key words} Folic acid; 5, 10-Methylenetetrahydrofolate reductase ; Methionine synthase reductase ;
Genetic risk
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EmE R, PREAZ ATP BTSN S-IRH
HEEMS35 DNA IEHRNA R,

I B 3% 0 2 BR I8 [ B8 (methylenetetrahydrofo-
late reductase, MTHFR ) & M BRAC il A9 L 5 R, & 4K
PIAEAL 5,10-0 B Bl S M IR L el 5-FF BRI E
MR, b Rk B E MR R AT P RER, B
BRELZHEMRWE, IYLBRRRITRERES
RER, BT MTHFR EH =4 R 5IEHEH%F
16, [ L2 e S8 1) PP B R % AL R /R R 8 L
W A R PO B, SRR R E R R M AR,

PRARR-BREMRBMHOEEER, BN
ERERPHERSBELY, MEREMEERA
HGPHEFEEE B, HEATBARE., BH&
B & W 8B & R ¥ (methionine synthase reductase,
MTRR) B @ R £ EHERERAA
THEETE M 0 B SR 8 & B8, MTRR 27 2 i i - Bg/
HEGBLERZEEMNTERA R F AL
2B HRAHRFEFHEERNZ -,

BT — DM BRI BER, XTI OK
W, mERHHBRRE  SFIRIBEREE, W
IJMER" FEILBLERE S, A XHRETR
) o 4 o L Ak Ay ot BRAC B G 52 8 MTHER
MTRR S350 I =4 S SEAR, Bl A
FHBE 7, AT 8 T L9 27 A B R i o b et 1R,
R AEBERILM LA,

1 #ARERFZE

L1 WGRYEH  #$£E 2010 £ 12 B ZE 2011 & 12
FOR R B AT 2 st A 22 i ot R A R RE 7 DI A &
., AR R E B AT O B R A BRI Ay
P ) ) R B Ao 7, HEBR DNA iR & E K
&, R PA A A 1093 &), K IE 1075 8, b
BR K 18 4, 4F 1 19~44 5 | F-34F 5 (28.524.18)
%,

1.2 #A DNARESEERMFE OHA DNA
FE BRERENOBERE LA, AR A
KRR AN & ENEE DNA, OQEFRW 7k X
MTHFR # [ C677T.A1298C #1 MTRR & [H A66G
oL %5 ) SNP 4} B % Taqman-MGB $ AR, # %A

K RANYWAEEE ABLAF, X3 A4 H
119 6 B PCR, 5 T i Tagman-MGB #£4 {5 8
Rz, OBMLE . B RBKFR R SR 10 pl,
14 W R 20 ng/pL B9 DNA B4R 1 pl.2x Tagman
Universal Master Mix 5 pl,20x Taqman-MGB #
0.5 pl, EE-TK 3.5 wl. KW %44 95 °C 10 min, B
JE#EAT 20 NMER MY M (92 € 155,60 C 1 min),
AT 30 MEFRBIY HE (89 C 155,60 CT0s), K
R E T ABT 7900 B3% f& B PCR ¥ I i BUEE
AL ETOE, FIAED S84 %M
RN o BEAE R,

1.3 SR BEREEEENER ERA
# 1T Hardy-Weinberg & P HRKF, & H
SPSS 13.0 #5441 A ERLESPEA
B MTHFR MTRR EEHR, S0 ERAR K
ERMASHE Y BE., U P<0.05 HERALEHE
2 £3

2.1 MTHFR MTRR EFAHMFLEI LR X
% % {5 & 4T MTHFR C677T MTHFR A1298C I
MTRR A66G fif &5 & # W) 3+ 4 % 3% # 47 Hardy -
Weinberg B 16 7 ##5 , ¥H & Hardy-Weinberg F
& AR KRR R, 24012
¥ ,MTHFR C677T v S BF4E R CC & 18.11%, #ig
€ 8 TT 7 36.78% ; MTHFR A1298C {37 &5 %F 4 Y
AA 5 73.01%, #i& EER CC & 2.38% ;MTRR
A66G i S EF A B AA 5 57.09%, HE&REH GG
& 6.31%; WA T 677CT.1298AC & 15.37% ;
MTHFR RIS S EABRHNUSHTERHES
48 (P #<0.05) MTRR i S5 5 EA#HER
MAMERTHITEEL(P>005) 0% 2,

2.2 MTHFR.MTRR %M EFAEHFESHLE R
MTHFR C6TTT i A REEBE THEERHE R
59.33% ;MTHFR A1298C fr 5 RXFHERE C WEREM
FH 14.68% ;MTRR A66G IS ZEEE G MER
$i % 24.61% ;MTHFR P S SN EE YA S5HHE
ANBERYERITHEX(PH<0.05) ,MTRR fi K
ZNEANGTETHABRERERZIT¥EL (P>
0.05), &3,

£1 Taqman-MGB R4 BIEM R

EEEEMA BRSO R
MTHFR C677T GAAAAGCTGCGTGATGATGAAATCG{ G/A JCTCCCGCAGACACCTI'CTCCTTCAA
MTHFR A1298C AAGAACGAAGACTI'CAAAGACACTT[G/T]CTTCACTGGTCAGCTCCTCCCCCC

MTRR A66G

AGGCAAAGGCCATCGCAGAAGAAAT[ A/G JTCTGAGCAAGCTGTGGTACATGGAT
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*2 WEAHREHE MIHFR MTRR ERRHEERERSH

HiE BH W (%) HFEABRRE(%)
cc 198 18.12 22.00
MTHFR C677T" ¢T 493 4.1 50.00
™ 402 3678 2800
AA 798 73.0 66,00
MTHFR A1298C** AC 269 24.61 31.00
o 2% 238 3.00
AA 624 57.09 58.00
MTRR AG6G*** AC 400 36.60 36.00
e 9 631 6.00
MTHFR CE7T7T+A1298C OT#AC 168 1537 15.00~20.00

o I RS ELARE MTHFR C677T (L R BN R G5 B R AT F R X o= 19.848,P=0.000< 005, " W E L 4P E
A% MTHFR A1298C {5 2P0 1 6 B 8 1 8 2= 12793, P= 0.002< 0.05, **"FIBE B #hdobk 5 ELAM MTRR A66G finl IR

AFEERERTETEL F=0208, £ 09501>005

%3 FEEF I MTHFR MTRR ¥ R FAE MR R G #

£ BHUER 284 BH (%) o B A AR (%) XY Pl
< 889 40.67 41.08

MTHFR C677T 17.694 0.000
T 1297 59.33 5300 .
A 1865 8532 81.50

MTHFR A1298C¥ 11.391 0.001
C 321 1468 1850
A 1648 753¢% 76.00

MTRR A66C™ 0210 0.647
G 538 24.61 24.00

B WS g 8tk 5P FAE MTHFR C677T AR £ MM A2 RAZH YR Y = 17694, P=0.000< 0.05:" WEE F @5+
E AR MTHFR AI293C £ S SR ERATEREHHFE L = 11391, P 0.001<0.05;™ Wl & # K 5HE AN MTRR A66C A ¥

EE 2R EH FHEESL ¥=0.210,P= 06475 0.05
2IMBMAHENNRERERE ZERER. HEF
HEIBRERUXRERREBHRE 2672%, WF,
BERR S 24.70%.3897%, R&4,

B4 B LR B R S %

R SR 24 (%)

EERMAR 292 26,72

BERR 105 961

R R 270 24,70

BERE 426 3897
3 it

FURTHE 5 R W IR (U A 2 R 8UR 4 L &
TEE FAJRERT BRESENRES B
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FAEILLEGRE, RARMEEREMEERSBL
REEMEYY, ARERERE— SRR,
RO BmEROEIERERY, MEERTAQ

A%, HAT& kW P& T A MTHFR C677T.
A1298C FI MTRR A66C (AW ERELHEIFH
ERHE

A% MTHFR XEE BRI RRE, HARTE
ARBME, HPE 677 B ERESSHERIEIE
RS, RSB REUR A XY, RAEH
ELE5maEsmE. JRER™FRRMEX,
A1298C BREEHMB—MELEEMEANS MTFZ
EEABTE AN EESEWBHER, BX
B E R, R R AMBREERE C6TTT M
A AI298C EBHM AR, /NBETREAWRSE
FMEENE COTT RENMEHE R RERE
BEEREAS ©, EXBRUENLE TS
15.37% , &5 Benrahma S iRE ML R, FRE
FHH X MR £ MTHFR 258 BB S0 5
HHEREER, AHBERERITESABNEH
BB RE R B BAEH X,

mEARE FREPABRIGERESR . &
BREARSH MTHFR 2H C6TIT 2SR E



SEFRREITZE 2012 % 3 A% 4 %% 1 # Chinese Journal of Clinical Pathologist, January 2012,Vol.4, No.1 -9 .

FRAZR, HECBORE, BMFRE TT £H/
BE ¥ 22%,CT 41.1% ,CC 56.7%, &ILEH K TT
2.8% ,CT 15.7% ,CC 81.5% ; ¥4 AR TT
9.36%,CT 33.64%,CC 57.00% , B2 1% A\ Bt TT 3.54% ,
CT 21.90%,CC 74.56%""; T & El 1% A B TT 19.7%,
CT 42.7%,CC 37.6%"2), D4 W A# TT 6.3%,CT
33.8%,CC 59.9%", #& CBF% % B MTHFR C677T
SRR 36.78% , A4 B RA T 4511%, B
#18.12% , M ERMEMERFHK K, 1997 FEHH
MTHFR 25— 8% R R TN A A1298C AF 5
HWAHE, EEREN-TARRKRE ¥ B,
MTHFR A1298C ' AA BB £ % 30% ,AC 50%,
CC 20%,C W ZE P BUSR %0 45.2% ; IE B AT = 05X
— M AERRERD, RERNRELSEEZEMER
W, AREFUEKSMEEEERIX
48.7%, T A% SURF 9% 9 1) B A B S o & R 4 R AR
H1468%, UL FEREHATRESLKX , AH AR
MTHFR & E 75 fi &8 L4508, FEW B #EE F K
ER,

A AT MTRR TERERE N A66G,
EEA AP RN S RERIEL SRR ER .,
HEAHERR(ERGSE HEEEN L MEE
ROMES ERGILER XM AR SR 4
& B, FAEHH MRS, HNXTA
HMWRERD AR DREBEH LM AR TEN
M FELEFRRESMERILGRR M, HERH
e MREFFIEE,

AXHRLEEI, EMEEERLEHRAAE
BB ERIS b REXBRA##SL rAEARK
—RP b, TR E AR & 26.72%, WEHE T
BEEREAD 1146 AN, HESTHEKNRE R
H 0.2%-~0.4%, INH KK EIE G iEEw 5
BAAHRBER EREERHNSEI RN R, BE
VoA T TRMEERERILILE BRE 258
MRARHH,

BB P AT IS W H R B A R 2 AT MR A 7 S 1
ML, EREHFEILHEEBRESHEREY
ERER DK, HENERHATH T
BB — R 04 mg/d, ST AL TR
BENRBRENRTEISHBRERBRN A
2 A HFEFEA BAE T, i 8 Rk
BWIEFAME, WEMEY BEERHBERT, 0% FH
R RE R B B T, BRI R vk
ERHFLE, WnFFEHEREARKERASHE

AET, B, 3 F 8 REEF R EL, 6] LE
ok 3% o R 6 b 3T 1 4 IE B ALK o ROKF L A
R K R R BRI, B2 EHE R
JLB AR,
HWETHAE R E L A sk R EEN—
R ER S, R A A O R KBS, 35 %
THHFHTRMEEBERRN, #anaTER
JLE MR R EE, Hik, T MTHFR A1
MTRR 275K I ) 22 B v AR #h Fo 36 5 AT 00 2
H— R R E LA ENEE T E, CRER
AOZREHET B,
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