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[#WE] BH ME GST-CXCLI6/SR-PSOX A BEARBERREFBITEHRRARLEE., H
& OMASE MM P RBUE mRNA, ¥ #1583 cDNA J§ PCR 7 #3K48 CXCL16/SR-PSOX
HELK MRS FERK pGST-CXCLI6/SR-PSOX, i if B 41 . W ¥ RS R &5 00 R Z N LB
RUERAEGHENTHERMAEARENERYE, 8 PCRY KB KELN DNA F &
(822 bp) , W& E pGEX-6p-1 BIA/G M F 5 GeneBank AT FR XX BN EAEM T TFRESHH
—, RFHNRLBIFLA GSTHEEH, & GST-CXCLI6/SR-PSOX B4 HH FiE R IEWE R
I, B R IRIA

[%817] GST;R &% H;CXCLI6/SR-PSOX; i ik

The cloning of human CXCL16/SR-PSOX fusion protein and its prokaryotic expression
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100101, China

[Abstract] Objective To construct a prokaryotic expression vector of GST— CXCL16/SR-PSOX and
the fusion protein was expressed and identified. Methods The total mRNA was extracted from peripheral
blood mononuclear cell, and reverse transcription polymerase chain reaction was performed to amplify the full
length of CXCL16/SR-PSOX gene. The pGST-CXCL16/SR-PSOX was constructed by ligasing the CXCL16/
SR-PSOX gene and pGEX-6p-1. The correctness of recombinant plasmid was verified by enzyme incision and
sequencing, and the correctness of expression was verified by electrophoresis and western blot. Results A
specific DNA fragment(822 bp) was amplified by PCR, and then cloned into pGEX-6p-1. The homology of se-
quence was confirmed by compared to GeneBank. The molecular mass of induction expression protein was co-
incidence with anticipation. The expression of GST-CXCL16/SR-PSOX fusion protein was confirmed by west-
ern blot using anti—GST antibody. Conclusion The prokaryotic expression vector pGST-CXCL16/SR-PSOX
is constructed successfully, and the target fusion protein can be expressed well.
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